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Fig. S1. Analysis of colocalization of FACT and transcribing Pol II using immunofluorescence. Table S1 . Statistical data for spFRET analysis. . After transcription, the reaction mixture was fractionated using streptavidin-covered magnetic beads to immobilize biotin-labeled nucleosomes. The SPT16 protein was detected in beads-bound and supernatant fractions after separation of proteins by SDS-PAGE, blotting and immunostaining. The data were quantified using OptiQuant software and normalized for total protein loading. The amount of SPT16 in the supernatant (sup) is strongly decreased, suggesting that during transcription in the presence of CBL0137 FACT binds to biotinylated competitor nucleosomes. 
